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GENOTYPING FOR HLA-DR SUBREGION
BY PCR-SSP METHOD

Chen Hankui®  Yang Yinghao Luo Chaoquan Wu Xinyao

(Department of Biochemistry, Sun Yat-sen Univesity
of Medical Sciences, Guangzhou, 510089)

HIA-DR antigens are classically detected by specific antisera with a microlymphocytotoxicity test. DNA typing
of HLA dass Il antigens has recently been developed by poly merase chain reaction (PCR). In this paper based on
the absence or presence of amplified products HLA-DR genotyping was carried out with PCR-sequence specific
primer(SSP), in which 19 groups of SSPs were designed to identify DRI- DRw18 specificities and one pair of posi-
tive control primers were used in each PCR amplification. 22 samples whose DR specificities had already been sero-
logically identified were typed by PCR-SSP blindly. Ten random individuals were typed respectively when DNA w as
isolated by rapid-extraction and by traditional phenol/ chlowform extraction. The PCR-SSP typing gave completely
concordant results with serological typing in the 22 samples. All homozygous and heterozy gous combinations of DR1-
DRw18 specificities were distinguished. The reproducibility was 100% in two separate occasions. No false-positive
or false negative typing results w ere obtained. DNA isolated by rapid-extraction could be used in PCR-SSP amplifi-
cation. It showed that PCR-SSP typing for HLA-DR subregion is a rapid and inexpensive method with high accura-
cys high specificity and high reproducibility, andit can be used as an alternative to DR typing in routine clinical tis-
sue ty ping.
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